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. . . Patient Age/Sex: Female
Jonathan R. Genzen, MD, PhD, Chief Medical Officer
Speci nen Col | ected: 5/5/2026 11:57 NMDT
M.H1 Pronoter Methylation | Recei ved: 5/5/2026 11:57 MDT Report/Verified: 5/5/2026 11:58
MDT
Procedure Resul t Units Ref erence Interva
M_HL Pronoter Methyl ation, Sour ce DNA
M_HL Pronoter Methyl ation Positive ™ ftit
Result Footnote
f1: M_.H1 Pronoter Methyl ation

M.HL pronoter nethylation was detected.

This result has been reviewed and approved by I

Test Information
il M.HL Pronoter Methylation
TEST | NFORVATI ON: MLH1 Pronoter Methyl ation, Paraffin

M.HL methylation is common in sporadic microsatellite unstable tunors, like
col orectal cancer and endonetrial cancer, and rarely occurs in Lynch syndrone
(hereditary non-pol yposis colon cancer or HNPCC). Therefore, the presence of MHL
nmet hyl ati on suggests that the tunor is sporadic and not associated with Lynch
syndrone. However, since there have been rare reports of Lynch syndrone-associ at ed
MLHL methylation, all results should be interpreted within the clinical context. The
lack of MLHL nethylation in a msmtch repair deficient tunor suggests that it may
be associated with Lynch syndrone, and germine evaluation is suggested. Finally,
low l evel MLHL nethylation is not reported as positive, since it does not correlate
with M.HL inactivation and microsatellite instability.

METHODOLOGY: DNA is isolated fromtunor tissue nicrodissected from prepared slides.
DNA is treated with sodiumbisulfite, followed by anmplification of a segment of the
MLH1 pronoter region using nethylation specific real-tine PCR The MHl nethyl ation
I evel is calculated by conparison to the anplification of a reference gene.

LI M TATI ONS: Met hyl ation at |ocations other than those covered by the priners and
probes will not be detected. Results of this test must always be interpreted within
the clinical context and other rel evant data, and should not be used alone for a

di agnosi s of malignancy. This test is not intended to detect mninmal residua

di sease.

ANALYTI CAL SENSI TIVITY: Methylation |evels below 10 percent are reported as
negati ve.

This test was devel oped and its performance characteristics determ ned by ARUP
Laboratories. It has not been cleared or approved by the US Food and Drug

Admi nistration. This test was performed in a CLIA certified | aboratory and is

i ntended for clinical purposes.

*=Abnormal, #=Corrected, C=Critical, f=Result Footnote, H-High, i-Test Information, L-Low, t-Interpretive Text, @=Performing lab
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